ABSTRACT Bacillus velezensis L-1 is an effective biocontrol agent against pear diseases. Here, we report the complete genome sequence of B. velezensis L-1 in which clusters related to the biosynthesis of secondary metabolites were predicted. This genome provides insights into the possible biocontrol mechanisms and furthers application of this specific bacterium.
Accession number(s).
The strain was stored in the China General Microbiological Culture Collection Center under the accession number CGMCC14373. The complete genome sequence of Bacillus velezensis L-1 has been deposited in GenBank under the GenBank accession number CP023859.
